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Panel B
Figure 1: Molecular Interaction Map (MIM) (above), including most of the GO-G1 transition
. . . . : . . . o Contingency symbol
signaling-network, in Colorectal Cancer. The cartouches (like in hieroglyphics), contain the R”“‘"“’“"""‘CI o ""““ges'“’]"“‘ "
. 1 = . . «—» Noncovalentbinding 2 Cleavage of a covalent timulation
signaling-proteins of the network. The MIM syntax (panel B) is according to [Kohn, K. W. T Ry
. . . . . SR nformational modification Requirement of one A event for one B event
et al., (2006). Mol Syst Biol 2:51]. Numbers near the interaction lines refer to an Annotation oo T O Commte

list of interactions and a Glossary(supplementary material of [Tortolina, L. et al., (2015).
Oncotarget 6(7) 5041-58]) continuously updated. Grid cordinates (numbers at the left and
letters on the top of the MIM) help to locate molecular species and interactions present in
the MIM.

- Enzymatic catalysis
— Stoichiometric conversion L y

Molecular interaction symbols

A «——>B Wecanadd anode between two interacting
| Adand B molecules, to indicate the dimer (A-B).
% Anode between amolecule C and a dimer-node
indicates a trimer ( A-B-C), and so on.
Structural detals about the interactions are omitted.
A <—+—>+ Symbol for an A:A homo dymer



